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DATE: 03/05/2001 

RAW SEQUENCE LISTING 12-46-27 

PATENT APPLICATION: US/09/7 80 , 7 17 ■ TIME . 12.4b.;/ 

Input Set : A:\Seqlist.txt 
Output Set: N:\CRF3\03052001\l780717.raw 



4 <110> APPLICANT : Relent jaris, Tim 

5 Bates, Nic 

I <120> ^'o^TION: Novel Invertase Inhibitors and Methods 

9 of Use 

11 <130> FILE REFERENCE : 035718/208677 
13 <140> CURRENT APPLICATION NUMBER: US/09/7 80 , 7 17 
13 <141> CURRENT FILING DATE: 2001-02-09 

13 <150> PRIOR APPLICATION NUMBER: US 60/181,509 

14 <151> PRIOR FILING DATE: 2000-02-10 
16 <160> NUMBER OF SEQ ID NOS : 54 

18 <170> SOFTWARE: FastSEQ for Windows Version 4.0 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 665 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Zea mays 



25 <220> FEATURE 

26 <2 21> NAME /KEY 

27 <222> LOCATION 
29 <400> SEQUENCE 




CDS / 
(68) . . . (598) 

30 ,t=,.ccc»c ,c,t« 95 c. c.ttwaatt t„.ttt<,ca ttgt »f f ™ 9 

$ "I Z % E K III S To S £ £ s «, 

i 5 10 

i s s J= s s = k i= - - i = s 5 - i 157 

!• S E E S S E S S 5 Sj K S S S E S2 205 

Ji s s: - e s is e £ - s e u: £ E 2° s 253 

il E E E ?2 E E E E K E E E E E E £ 301 
I - s E E 2 5 S £ S » E 5 S S 2 = 

100 c: 

| s S E E 5 E S E 2 E = E 5 E Sj E " 

« E S !2 E E S E £ !2 E £ E E E E S 4 " 
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RAW SEQUENCE LISTING ™£ f/.f/'T 

PATENT APPLICATION: OS/09/780,717 TIME: 12.46.27 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\03052001\I780717.raw 

fiS 130 "5 140 

67 caq cag ggg ttc cag gac ctg age gtg cgt teg ccg ctg gee teg gag 
llu Gin Si? Phe Gin Asp Leu Ser Val Arg Ser Pro Leu Ala Ser Glu 
145 150 i -> j 

71 cac gee ggg ttc egg aag gat gcg tec ate gcg etg tct gta acg gee 

72 Asp Til HI Phe Arg Lys Asp Ala Ser lie Ala Leu Ser Val Thr Ala 

73 160 165 170 
7 5 gcg ttg taa' gcaaaggtgt ataatccttt tcgatatagg ttaaaaatga 
7 6 Ala Leu * 

175 

ataaaaaaaa aaaaaaaggg cggccgc 
<210> SEQ ID NO: 2 
<211> LENGTH: 176 
<212> TYPE: PRT 
<213> ORGANISM: Zea mays 

r^fsrs. l «. l. u c. p» «- ».i i- «. - »» <»• 

5 1^ 
88 ser Thr Ser Asn Ala Ser Val Leu Gin Asp Ala Cys Lys Ser Phe Ala 

Ala Lys lie Pro Asp Thr Gly Tyr Ala Tyr Cys lie Lys Phe Phe Gin 

35 40 
Ala Asp Arg Gly Ser Ala Gly Ala Asp Lys Arg Gly Leu Ala Ala He 

50 55 60 

Ala Val Arg lie Met Gly Ala Ala Ala Lys Ser Thr Ala Ser His lie 

Ala Ala Leu Arg Ala Ser Glu Lys Asp Lys Glu Arg Leu Ala Cys Leu 

Ser Asp Cvs Ser Glu Val Tyr Ala Gin Ala Val As P Gin Thr Gly Val 
' 100 i° 5 110 



77 
79 
81 
82 
83 
84 



89 
90 
91 
92 
93 
94 
95 
96 
97 
98 
99 
100 



107 
108 
110 
111 
112 
113 
115 



541 



589 



638 



665 



101 Ala Ala Lys Gly He Ala Ser Gly Thr Pro Arg Gly Arg Ala Asp Ala 

III Val Met III Leu Ser Thr Val III Asp Ala Pro Gly Thr Cys Glu Gin 

lit Gly Phe Gin Asp Leu Ser.Jal Arg Ser Pro Leu Ala Ser Glu Asp Ala 

106 III Phe Arg Lys Asp All Ser lie Ala Leu Ser Val Thr Ala Ala Leu 
165 170 175 

<210> SEQ ID NO: 3 
<211> LENGTH: 531 
<212> TYPE: DNA 
<213> ORGANISM: Zea mays 

l Al S^gcScTgcaagctct gtgccctctc gtcatcctcc tcgcctgctc cacgtccaac 

111 gStcScc tacaagaege gtgeaagtec ttcgecgeta agatccegga caccggctac 

118 gSaSgca tcaag?tc?t ceaggecgae aggggaagcg ceggegegga caagcgtggc 

111 ctcgccgcca tegcegtgag gatcatgggg gcagccgcca agagcaccgc 

120 qccqccctgc gggcctccga gaaggacaag gageggctgg cgtgcctcag cgattgctcc 

121 gaggtgtaeg cgcaggccgt ggaeeagaee ggegtggcgg egaagggeat egeetegggc 



60 
120 
180 
240 
300 
360 
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RAW SEQUENCE LISTING DATE : 03/05/2001 

PATENT APPLICATION: US/09/780,717 TIME : 12:46:27 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\03052001\I780717.raw 

122 acgccccggg gccgcgcgga cgcggtgatg gcgctcagca cggtggagga tgcccccggc 

123 acctgtgagc aggggttcca ggacctgagc gtgcgttcgc cgctggcctc ggaggacgcc 

124 gggttccgga aggatgcgtc catcgcgctg tctgtaacgg ccgcgttgta a 

126 <210> SEQ ID NO: 4 

127 <211> LENGTH: 981 

128 <212> TYPE: DNA 

129 <213> ORGANISM: Zea mays 

131 <220> FEATURE: 

132 <221> NAME/KEY: CDS / 

133 <222> LOCATION: (58)... (723) 

135 <400> SEQUENCE: 4 • / 

13 6 gaattcggca cgagcatcgt ccacacaaac acatcctact ctctttagca aaaagac fatg 

137 x 

140 gca aco acc aag agg gag aag gtc ate etc gtc ctg ctg ttc tec ctg 

141 Ala Thr Thr Lvs Arg Glu Lys Val lie Leu Val Leu Leu Phe Ser Leu 

142 5 10 15 

144 acg atg etc cct etc age acc etc ggc acc cgc tec ggc ccg gcg gee 

14 5 Thr Met Leu Pro Leu Ser Thr Leu Gly Thr Arg Ser Gly Pro Ala Ala 
146 20 25 30 

148 gtg cag cac cac ggc cac ggc ggc acc acc aag cac ccc teg cct cct 

149 Val Gin His His Gly His Gly Gly Thr Thr Lys His Pro Ser Pro Pro 

150 35 40 45 

152 tea cca gee acg gcg gcg ctg gta cgc age acg tgt aac tec acg gcg 

153 Ser Pro Ala Thr Ala Ala Leu Val Arg Ser Thr Cys Asn Ser Thr Ala 

154 50 55 60 65 

156 tac tac gac gtg tgc gtg tec gcg ctg ggc gee gac ccg tec age gee 

157 Tyr Tyr Asp Val Cy.s Val Ser Ala Leu Gly Ala Asp Pro Ser Ser Ala 

70 7 5 8 0 

160 acc gee gac gtc cgc ggg etc teg acc ate gee gtg tec gcg gcg gee 

161 Thr Ala Asp Val Arg Gly Leu Ser Thr lie Ala Val Ser Ala Ala Ala 

162 85 ' 90 95 

164 gee aac gee teg ggc ggc gec gee acg gec gcg gcg etc gee aac ggc 

165 Ala Asn Ala Ser Gly Gly Ala Ala Thr Ala Ala Ala Leu Ala Asn Gly 

166 100 105 HO 

168 acc ggc acc gcg teg teg tec aac gcg cag gcg gee cct gee acg gec 

169 Thr Glv Thr Ala Ser Ser Ser Asn Ala Gin Ala Ala Pro Ala Thr Ala 

170 115 120 125 

172 tec gec gec gcg gcg ctg etc cgc acg tgc gca gec aag tac ggc cag 

173 Ser Ala Ala Ala Ala Leu Leu Arg Thr Cys Ala Ala Lys Tyr Gly Gin 

135 140 

176 gec egg gac gcg ctg gec gee gec ggg gac tec ate gcg cag cag gac 

177 Ala Arg Asp Ala Leu Ala Ala Ala Gly Asp Ser He Ala Gin Gin Asp 

150 155 

180 tac gac gtg gcg tec gtg cac gtg age gec gec gee gag tac ccg cag 

181 Tvr Asp Val Ala Ser Val His Val Ser Ala Ala Ala Glu Tyr Pro Gin 

182 ' 165 170 175 

184 gtg tgt agg gtg ctg ttc egg egg cag aag ccc ggg cag tac ccc gcg 

185 Val Cys Arg Val Leu Phe Arg Arg Gin Lys Pro Gly Gin Tyr Pro Ala 



420 
480 
531 



60 



108 



156 



204 



252 



300 



348 



396 



444 



492 



540 



588 



636 
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RAW SEQUENCE LISTING ttMf' V/IY-IT 

PATENT APPLICATION: US/09/780,717 TIME: 12.46.2/ 

Input Set : A:\Seqlist.txt 
Output Set: N:\CRF3\03052001\I780717.raw 

186 180 185 ^ ^ ^ ^ 6g4 

188 
189 



aaq otg gcg gcg agg gag gag acg etc agg cag etc tgc tec gtc gcg 
Til III III 111 Arg Glu Glu Thr Leu Arg Gin Leu Cys Ser Val Ala 



1^2 etc gac ate ate ggg etc gee tec acc aac acc aac taa taagctagca 733 
193 Leu Asp lie lie Gly Leu Ala Ser Thr Asn Thr Asn 

lit gcagtggcgt ggcggcgagfaaagagagga agattaaaaa aaagtagcac ctttttcttt 793 

913 

199 cttaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 973 

200 aactcgag 

202 <210> SEQ ID NO : 5 

203 <211> LENGTH: 221 

204 <212> TYPE: PRT 

205 <213> ORGANISM: Zea mays 

III uT^TZ Lys- Arg Glu Lys Val lie Leu Val Leu Leu Phe Ser 

2°i0 Leu Thr Met Leu Pro Leu Ser Thr Leu Gly Thr Arg Ser Gly Pro Ala 

III Ala Val Gin His His Gly His Gly Gly Thr Thr Lys His Pro Ser Pro 

III Pro Ser Pro Ala Thr Ala Ala Leu Val Arg Ser Thr Cys Asn Ser Thr 

55 ^0 
III Ala Tyr Tyr Asp Val Cys Val Ser Ala Leu Gly Ala Asp Pro Ser Ser 



111 JSSSn ac ^ llllZtlll ttagcaggge aeatgeaege agatgeatat 

III SLttata aaaaVtgg tgtgcctgcc caatcaccgt ttgaagaatt a gagcag 



III Ala Thr Ala Asp Val Arg Gly Leu Ser Thr lie Ala Val Ser Ala Ala 



75 



220 Ala Ala Asn Ala Ser Gly Gly Ala Ala llr Ala Ala Ala Leu Ala Asn 

971 100 105 

222 Gly Thr Gly Thr Ala Ser Ser Ser Asn Ala Gin Ala Ala Pro Ala Thr 

224 Ala Ser III Ala Ala Ala Leu III Arg Thr Cys Ala Ala Lys Tyr Gly 

226 Gin III Arg Asp Ala Leu III Ala Ala Gly Asp Ser lie Ala Gin Gin 
907 145 150 155 ; 

228 Asp Tyr Asp Val Ala Ser Val His Val Ser Ala Ala Ala Glu Tyr Pro 



95 



230 Gin Val Cys Arg Val Leu Phe Arg Arg Gin Lys Pro Gly Gin Tyr Pro 
9-3 1 180 I 85 

232 Ala Glu Leu Ala Ala Arg Glu Glu Thr Leu Arg Gin Leu Cys Ser Val 

233 195 200 205 

234 Ala Leu Asp He lie Gly Leu Ala Ser Thr Asn Thr Asn 

235 210 215 220 

237 <210> SEQ ID NO: 6 

238 <211> LENGTH: 666 

239 <212> TYPE: DNA 

240 <213> ORGANISM: Zea mays 



170 i75 



file://C:\CRF3\Outhold\VsrI7807 1 7.htm 



3/5/01 



Page 5 of 7 



DATE: 03/05/2001 ' 
RAW SEQUENCE LISTING " 12 -46 27 

PATENT APPLICATION: US/09/780,717 TIME, 12.4b.^/ 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\03052001\l780717.raw 

242 <400> SEQUENCE : 6 n ^ aatcatc ctcgt cctgc tgttctccct gacgatgctc 60 

24 3 atggcaacca ccaagaggga gaaggtcatc ctcgtcci g ,„„ acacca C aqccacggc 120 

244 ccfctcagca ccctcggcac ccgotccggc ^gcagcacg 180 

245 ggcaccacca agcacccctc gcctccttca °=agccacgg cccgtccagc 240 

246 tgtaactcca cggcgtacta cgacgtgtgc ^gtccgcgc tgggcgccg J 3Q0 

247 gccaccgccg acgtccgcgg gctctcgacc ^cgccgtgt ^gcggcgg * 360 

248 tcgggcggcg ccgccacggc cgcggcgctc ^caacggca ccggcaccg ^ ^ 

249 aacgcgcagg cggcccctgc cacggcctcc J«^gegg cgctg g 48Q 

HI ssSS IIIZIZ ™ -~ SS 

- SSSS SEES SSSE SSS S» .L2Lc.cc «o 

2 54 aactaa 

256 <210> SEQ ID NO: 7 

257 <211> LENGTH: 779 

258 <212> TYPE: DNA 

259 <213> ORGANISM: Vitis L 

261 <220> FEATURE: 

262 <221> NAME/KEY: CDS , • 

263 <222> LOCATION: (6)... (644) 

265 <400> SEQUENCE : 7 tcc ^ fccc cgt ggc ctt 50 

2 2 6 6? Ctga9 IK SS Phe S S°s Leu £ Leu sjr Ser Ser Arg Gly Leu 

E S S£ S S 2 S 2 S S = = = = i - 98 

E S 2 S E 5= E K So £ £ E £ a- S £ S. 146 

276 . 35 . , nnA - aaa eta tqc ttc 194 



I e e e e e e s; e ;s s - e e s E e 

| » s £ = K £ E S S S S S S E S S 242 

i 2 ri £ E s E S « = 2 i 5 S E = £ 2 '° 

292 , „„„ i« ,c, oat tgc att gag aac atg cag g.c teg gtg 386 

& E E E E E E E cj. Ue Si. ». K 01. MP « V,! 

296 115 M-a «to qcq atq aaq gac ctt caa ggg cct 434 

IT, E E E E E E E E E -e? w ; w « - el , ™ 

!S° „t ttt «" at, .a, at, agt gat at. ,t, .ca tg, ,t, .,t gc. get 482 
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VERIFICATION SUMMARY V/IYXT 

PATENT APPLICATION: US/09/78 0,717 TIME: 12:46.28 

Input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\03052001\I780717.raw 



L-13 M-270 C: Current Application Number differs, Replaced Current Application 
111 U 271 C: Current Filing Date differs, Replaced Current Filing Date 
L-549 M-336 W: Invalid Amino Acid Number in Coding Region, SEQ ID. 13 
L-1592 M:341 W: (46) "n* or "Xaa" used, for SEQ ID#:40 



No 
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